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T PERSPECTIVE

Choosing source populations for conservation reintroductions:
lessons from variation in thermal tolerance among populations
of the imperilled redside dace’

Andy ]. Turko, Alexandra T.A. Leclair, Nicholas E. Mandrak, D. Andrew R. Drake, Graham R. Scott,
and Trevor E. Pitcher

Abstract: Reintroduction is an increasingly common conservation tool used to recover populations of imperilled species, but its
success depends on the suitability of the introduced animals’ phenotype for their new habitat. For fishes, thermal tolerance may
be a key trait in urbanized habitats. We compared thermal tolerance (CT,,.x) among three lineages (western, central, eastern) of
imperilled redside dace (Clinostomus elongatus). CTy,ax of eastern adults was 3—4 °C lower than that of the other lineages, but adults
of each lineage had similar thermal acclimation responses. In contrast, the acclimation response of juveniles differed by
~80% between the central and western lineages. Using these data, we predicted how each lineage would fare in a hypothetical
reintroduction to relatively warm urbanized habitats. Owing to the differences in juvenile acclimation responses, predicted
thermal safety margins for the central lineage were double those predicted for the western lineage. Overall, we suggest that
CThhax is a useful trait to incorporate into the source population selection process; however, there is an urgent need for the
establishment of captive experimental research populations of imperilled species to address remaining uncertainties.

Résumé : Si la réintroduction est un outil de conservation de plus en plus utilisé pour soutenir le rétablissement de popula-
tions d’especes menacées, il faut, pour assurer son succes, que le phénotype des animaux introduits convienne a leur nou-
vel habitat. Pour les poissons, la tolérance a la chaleur pourrait étre un caractére clé dans les habitats urbanisés. Nous
avons comparé la tolérance a la chaleur (CT,,,) de trois lignées (de ’Ouest, centrale et de I’Est) de menés longs (Clinostomus
elongatus), une espéce menacée. La CT,,x d’adultes de I’Est est de 3-4 °C plus basse que celle des autres lignées, mais les
adultes des trois lignées présentent des réactions d’acclimatation thermique semblables. En revanche, une différence de
~80 % est relevée entre les réactions d’acclimatation des juvéniles des lignées centrale et de I’Ouest. En utilisant ces don-
nées, nous prédisons comment chacune des lignées répondrait a la réintroduction hypothétique dans des habitats urban-
isés relativement chauds. En raison des différences de réaction d’acclimatation des juvéniles, les marges de sécurité
thermique prédites pour la lignée centrale sont deux fois plus grandes que les marges prédites pour la lignée de 1’Ouest.
Globalement, nous suggérons que la CTy,.x est un caractére important a incorporer au processus de sélection de populations
sources; toutefois, il existe un besoin urgent d’établir des populations de recherche expérimentale en captivité d’espéces mena-
cées pour étudier les sources d’incertitude qui demeurent. [Traduit par la Rédaction]

Introduction of wild.origin, or the reintroduction f)f captively bred imperﬂlgd
. . . . fishes, is warranted because restoration efforts have resulted in
Fisheries management has a long history of using transloca-  gpstantial improvements to habitat quality; however, natural
tions (moving wild fish from one place to another) and captive  recolonization is virtually impossible because of limited disper-
breeding programs to augment and expand natural populations sal ability, the presence of natural or anthropogenic barriers, or
of commercially and recreationally important fishes (Jachowski extremely small population sizes (Zwick 1992; Albanese et al.
et al. 2016). These approaches have since been expanded to include 2009; McManamay et al. 2016). For other species, supplementing
imperilled fishes impacted by habitat alteration and other threats wild populations may maintain long-term population viability (e.g.,
(Lamothe et al. 2019). In many cases, the translocation of individuals Marsh et al. 2005; Kronenberger et al. 2018; but see Cucherousset
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and Olden 2020). The introduction of individuals from one part of a
geographic range to another is one more possible, though conten-
tious, use of translocation to reduce the risk of local extirpation in
the face of changing environmental conditions (McLachlan et al.
2007; Hewitt et al. 2011). In each scenario, selecting the source po-
pulations most likely to become established after reintroduction
remains a major uncertainty (reviewed in Houde et al. 2015).

Many factors determine the suitability of source populations
when implementing conservation programs. To minimize harm,
source populations should ideally be abundant and not of conser-
vation concern, though the use of highly imperilled populations
is sometimes justified if extinction is imminent (e.g., Snucins
et al. 1995; Lamothe et al. 2021). Another consideration is the like-
lihood of survival and successful establishment after release,
which can vary owing to phenotypic and genetic variation among
source populations (Cochran-Biederman et al. 2015). Two main
approaches often used to select source populations for transloca-
tion are (1) an adaptive potential strategy that focuses on maxi-
mizing genetic variation to allow natural selection to act on as
broad a range of phenotypes as possible and (2) a local adaptation
strategy that focuses on fitness-related phenotypic traits that are
best suited to environmental conditions in the receiving habitat
(Houde et al. 2015). Evidence from experimental translocations of
fishes suggests that the latter approach may be more successful
(reviewed in Houde et al. 2015); however, it is often unclear how
to best evaluate local adaptation (Hereford 2009).

There are several major uncertainties when implementing the
local adaptation strategy for imperilled fishes. For example, it is
often unknown which fitness-related traits (e.g., growth rate, fe-
cundity, tolerance of abiotic conditions) are most important and
whether the most important traits differ between life stages or at
certain times of year. Furthermore, most research to date has
taken place in the field because of logistical difficulties that
limit the possession of many imperilled fishes in captivity for
research (e.g., regulatory restrictions, unknown or strict husbandry
requirements). While these field studies are useful for under-
standing species ecology in natural conditions, assessing local
adaptation of populations is difficult because it is not clear
whether variation in key fitness-related traits is the result of
genetic or environmental differences.

In this perspective, we discuss these challenges and their impli-
cations using our experience with multiple populations of the
imperilled redside dace (Clinostomus elongatus) as a case study. We
show how field research has been used to assess population dif-
ferences in thermal tolerance, an important fitness-related trait
(Sunday et al. 2012) that may constitute a component of local ad-
aptation. We then illustrate the utility of these data for evaluat-
ing how source population selection might impact success if
redside dace were to be reintroduced where it is currently endan-
gered. However, we also highlight that the interpretation of field
data both for traditional conservation programs and for guiding
future reintroduction efforts requires caution. Finally, we argue
that the establishment of captive experimental research popula-
tions is a critical next step to better understand the biology of
imperilled fishes and their threats, provided that wild popula-
tions are not further harmed.

Conservation of redside dace

Redside dace is a small, brightly coloured stream fish with a
discontinuous distribution across eastern North America (Scott
and Crossman 1998; COSEWIC 2017). Its distribution is the result
of postglacial colonization following the last ice age, during
which time there were probably three glacial refugia that gave
rise to genetically and geographically distinct lineages (Serrao
et al. 2018). Populations in the western lineage currently exist in
Minnesota, Wisconsin, and northern Michigan in the United
States and in northern Ontario in Canada (Fig. 1A). Populations in
the central lineage are found in Indiana, Kentucky, Ohio, Michigan,
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Fig. 1. Thermal tolerance and thermal acclimation capacity of
three redside dace (Clinostomus elongatus) lineages. (A) Range of
redside dace in North America (dark grey). Coloured polygons
delineate the range of each of the three lineages identified by
Serrao et al. (2018) based on genetic samples collected from sites
indicated by the small symbols (red squares, western clade; blue
triangles, central clade; yellow circles, eastern clade). Enlarged
symbols within each range denote sampling locations of fish used
for thermal tolerance measurements. Locations sampled for
genetic analyses and resultant population information redrawn
from Serrao et al. (2018); base map and overall redside dace
geographic range modified from COSEWIC (2017). (B) Acute upper
thermal tolerance (CTyy,,x) of redside dace adults and juveniles as a
function of acclimation temperature. (C) Acclimation response
ratio (ACT.x/A acclimation temperature) of redside dace, which is
derived as the slope of the lines in (B). Different letters represent
significant differences (p < 0.05) between groups. Data were
compared using a simple linear model that included subpopulation,
temperature, age, and all interactions as factors, followed by post hoc
Tukey’s comparison of slopes (see text for details). [Colour online.|
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and the Lake Huron watershed of southwestern Ontario, while
populations in the eastern lineage exist in Pennsylvania, New
York, West Virginia, and the Lake Ontario drainage of southern
Ontario (Fig. 1A). Redside dace is of widespread conservation
concern, and Ontario, Michigan, Indiana, and West Virginia have
placed the species in their highest conservation category (COSEWIC
2017). Canadian populations, particularly those near the Greater
Toronto Area, have experienced rapid declines, with several
watershed-level extirpations occurring in the last decade (COSEWIC
2017; Lebrun et al. 2020).

Urban development is thought to be the overarching factor
leading to redside dace population declines, because of the com-
bined effects of changes in stream morphology and hydrology,
sedimentation, decreased food supply, invasive species, and ther-
mal stress (COSEWIC 2017). To mitigate these issues, restoration
actions in some redside dace habitat such as riparian restoration
and improvement of stormwater management infrastructure
have reduced the severity of multiple hypothesized stressors
simultaneously (e.g., reductions in water temperature and sus-
pended sediment inputs, increased food supply). However, natu-
ral recolonization of these restored sites is highly unlikely for
small-bodied fishes such as redside dace, as such species would
have to disperse through inhospitable conditions within large
rivers — often between watersheds through the Laurentian Great
Lakes — to reach suitable habitats in headwater streams (COSEWIC
2017). To address these issues, developing methods for reintroduc-
tion of redside dace to restored habitat has been identified as a
high-priority conservation action (DFO 2019). To date, however,
there has been no explicit consideration of which redside dace line-
ages should be used as source populations for these efforts.

Temperature is the fundamental factor that governs the rate of
virtually all physiological processes in fishes and other ecto-
therms (Fry 1947; Huey and Stevenson 1979; Schulte 2015), and
pervasive thermal stress due to urbanization and global climate
change is hypothesized to be an important threat to many fishes
including redside dace (Somero 2005; COSEWIC 2017; Sunday
et al. 2012). The thermal sensitivity of physiological processes is
an important component of local adaption for many fishes (Huey
and Stevenson 1979; McKenzie et al. 2020). For example, brown
trout (Salmo trutta) embryos from populations that inhabit rela-
tively cold streams develop faster at cold temperatures than
embryos from populations adapted to warmer streams, but at
warm temperatures, development is slowest in cold-adapted
embryos (Jensen et al. 2008). In mummichog (Fundulus heteroclitus),
which are geographically and genetically divided into a cold-
adapted northern subspecies and a warm-adapted southern subspe-
cies, thermal tolerance (i.e., critical thermal maximum, CTy,,,) and
growth rates at high temperatures are higher in the southern sub-
species (Healy and Schulte 2012). In sockeye salmon (Oncorhynchus
nerka) and redband trout (Oncorhynchus mykiss gairdneri), the tem-
perature at which different populations can maximally increase
heart rate and aerobic metabolism closely matches historic water
temperatures experienced by each population (Eliason et al. 2011;
Chen et al. 2018). Given this widespread importance of local ther-
mal adaptation for fishes, we suggest that population-level differ-
ences in thermal physiology should be a key consideration when
selecting source populations for reintroduction efforts.

While temperature affects the performance of nearly all aspects
of fish physiology, the maximum temperatures that fishes can toler-
ate is thought to be one of the most important factors determining
population persistence and thus the geographical distribution of
many species (McCullough et al. 2009; Payne et al. 2021). The ability
of fishes to tolerate high temperatures can be measured relatively
easily in the field using well-established and nonlethal protocols
to evaluate CTy,.x, defined as the temperature at which fish can
no longer maintain an upright orientation during acute warming
(typically 0.3 °C-min™"; Becker and Genoway 1979; Lutterschmidt
and Hutchison 1997). For these reasons, we have focused on thermal

tolerance as a key fitness-related trait that may be useful for identi-
fying redside dace source populations. Importantly, the sensitivity
of fishes to thermal stress depends on life stage, and in general
across many other species, early life stages (eggs, larvae, juveniles)
are more sensitive than adults (Pankhurst and Munday 2011).
For example, juveniles of the endangered longfin dace (Agosia
chrysogaster) are more thermally sensitive and show reduced ther-
mal acclimation ability compared with adults (Troia et al. 2015).
Furthermore, population modelling for redside dace suggests
that survival of immature individuals (i.e., young-of-year and one-
year-old fish) is the most important factor governing population
growth (van der Lee et al. 2020). Given the potential differences
between juvenile and adult fish for understanding population-level
responses to thermal stress, we have prioritized this comparison
in our research to date. Unfortunately, we still lack data on the
earliest life stages (i.e., embryos and larvae) — this is because
redside dace is an obligate spawner in the nests of other cyprinids
such as creek chub (Semotilus atromaculatus; Koster 1939), leading
to mixed-species assemblages of larvae that are difficult to iden-
tify nonlethally.

Thermal tolerance among populations of redside dace

Until recently, the only thermal tolerance (i.e., CTy,,x) measure-
ment for redside dace was a single study of laboratory-acclimated
fish from the eastern lineage in New York State (Novinger and
Coon 2000). However, recent studies on wild redside dace from
the two other lineages (western lineage, Leclair et al. 2020; cen-
tral lineage, Turko et al. 2020) at the opposite ends of its latitu-
dinal range now allow us to compare thermal tolerance among
all three genetic lineages. Here, we synthesize the data from these
three studies to address three main questions. First, does thermal
tolerance (CTy,.x) differ among populations? Second, are there
differences between adult and juvenile thermal tolerance?
Finally, do redside dace populations differ in their capacity for
thermal acclimation?

Full thermal tolerance data sets are available for both the west-
ern (Leclair et al. 2020) and central (Turko et al. 2020) lineages.
Unfortunately, raw data were not available for the eastern popu-
lation (D. Novinger, personal communication). Therefore, for sta-
tistical comparisons, we used the means, standard deviations,
and sample sizes reported in the original study (Novinger and
Coon 2000). Importantly, these three studies employed nearly
identical CTy,,x experimental protocols (Bates and Morley 2020).
Adult and juvenile redside dace within the central lineage were
determined by dissection and evaluation of gonad development,
as these experiments were performed in Ohio, USA, where
redside dace is not of conservation concern (Turko et al. 2020).
However, thermal tolerance of the western population was
evaluated in Ontario, Canada, where redside dace is listed as
endangered both provincially and federally, and thus terminal
sampling to confirm reproductive status was not possible (Leclair
et al. 2020). To assign these fish as juveniles or adults, we used a
threshold of 70 mm total length, which represents the juvenile-
adult body-size threshold previously reported for redside dace
(Dieterman et al. 2018; Turko et al. 2020). All fish studied by
Novinger and Coon (2000) in New York, USA, exceeded 70 mm
total length and were assumed to be adults.

The thermal conditions experienced by redside dace varied
among each of the three studies synthesized here. We therefore
analyzed CTy,,4 as a function of acclimation temperature, which
was either uniformly maintained in the laboratory (Novinger and
Coon 2000) or calculated as the mean stream temperature (meas-
ured by data loggers in the field) over the 14-day period prior to
thermal tolerance experiments (Leclair et al. 2020; Turko et al.
2020). The slope of the relationship between CTy,,x and acclima-
tion temperature, known as the acclimation response ratio
(ARR), provides a standardized measure of how much CTy,.x
changes for every degree of change in acclimation temperature.

w Published by Canadian Science Publishing
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From this overall model (i.e., CTy,,x ~ acclimation temperature x
population x maturity), post hoc comparisons of slopes (i.e.,
ARR) and intercepts were conducted using the R package
emmeans (Lenth et al. 2020). The script used for these analyses is
available in the Supplementary material®.

Overall, we found a positive relationship between acclimation
temperature and CTy,., of redside dace (Fig. 1B). However, the
slope of this relationship (ARR) depended on the statistical inter-
action between the maturation stage and population (F = 151,
p = 0.00012; Fig. 1C). In the western population, juveniles were
less thermally responsive (lower ARR) than western adults (post hoc
t = 2.91, p = 0.044; Fig. 1C). Western juveniles also had a signifi-
cantly lower ARR than juveniles from the central population
(post hoct=5.12, p < 0.0001; Fig. 1C). In contrast, central juveniles
tended to have a higher ARR than central adults (by ~20%),
although this result was not statistically significant (post hoct =
2.61, p=0.097; Fig. 1C). Consistent with this trend, a similar analy-
sis in our previous study (Turko et al. 2020) found that juvenile
fish had significantly higher CT,,, than adults in the summer,
but lower CTy,,x in the winter, indicating a higher ARR in juve-
niles. These population-level differences in the ARR of juvenile
fish could have major consequences for how redside dace demo-
graphics will be affected by thermal stress, particularly because
population growth is highly dependent on juvenile survival
(van der Lee et al. 2020). We note, however, that a low ARR in
western redside dace may not necessarily have negative fitness
consequences, as temperatures in these habitats may never
approach CTy,. (Leclair et al. 2020) and the capacity for thermal
acclimation may carry other physiological costs (Seebacher et al.
2015; Comte and Olden 2017; Loughland and Seebacher 2020). For
example, northern populations of redside dace grow faster, per-
haps owing to a shorter growing season (Dieterman et al. 2018),
and sustained rapid growth can reduce the amount of energy
that can be allocated to other physiological processes (Norin and
Clark 2017), possibly including thermal acclimation.

Adult redside dace from the eastern population had a signifi-
cantly lower CTy,.x (by 3.1-4.7 °C) at any given acclimation tem-
perature than adults or juveniles from the other populations (all
intercepts t >3.90, p <0.0016; Fig. 1B). Given that the eastern popu-
lation represents the majority of the redside dace distribution,
increased thermal sensitivity of these fish could have major
implications for species persistence. A 3-4 °C difference in CT .«
is substantial, as even small differences in CT,,,x can be associ-
ated with much larger differences in the thermal sensitivity and
thermal optima of other fitness-related traits. For example, a dif-
ference in CTp,,x of ~1 °C (~29 versus 30 °C) between populations
of redband trout was correlated with a 50% difference in maxi-
mum aerobic scope (the ability to increase aerobic metabolism)
and a 30% difference in maximum heart rate under warm (24 °C)
conditions (Chen et al. 2018).

A major uncertainty in the interpretation of the apparent dif-
ferences in adult CT,,x among lineages results from different
acclimation protocols among studies. Eastern fish were accli-
mated to constant temperatures under laboratory conditions
(Novinger and Coon 2000), while CTy,,x of western and central
fish was measured in wild fish that experienced natural thermal
fluctuations. Fluctuating thermal conditions are known to enhance
thermal tolerance (Feldmeth et al. 1974; Corey et al. 2017; Hall
and Warner 2020). To assess the potential magnitude of this
effect for redside dace, we compared our CT,,x data for fish from
the central population in the field to additional measurements
we made in this population under controlled laboratory con-
ditions at a constant temperature (14 °C for 12 weeks; all data
from Turko et al. 2020). CTy,,, of both adult and juvenile captive
redside dace was ~1°C lower than would be expected based on
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Fig. 2. Acute thermal tolerance (CTy,.y) of redside dace (Clinostomus
elongatus) from the wild (dark blue) or after 6 months in captivity
(light blue) under constant thermal conditions (14 °C). All fish are
from the central lineage and were captured in the Kokosing

River, Ohio, USA. Wild fish were collected to establish a captive
experimental research population at the Freshwater Restoration
Ecology Centre, University of Windsor. Shaded grey region around
the wild fish indicates the 95% confidence interval; error bars show
standard error. [Colour online.]
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measurements of wild fish (Fig. 2), representing a much smaller
difference in CTy,,, than is exhibited between populations (Fig. 1).
Thus, captive housing under uniform thermal conditions probably
accounts for some, but not all, of the differences in thermal toler-
ance that were found among populations. These results, combined
with our data showing that ARR is similar among lineages in
adult fish, suggest that warming may be a particularly important
threat for the eastern lineage of redside dace, including endan-
gered populations in southern Ontario, Canada. Furthermore,
these results indicate that conservation translocations of redside
side from the more thermally tolerant western and central line-
ages may increase the chance of species persistence in the east-
ern part of the range, assuming thermal stress is a major cause of
population decline.

We found no difference in CT,,,x of wild adult redside dace
between the western and central populations after controlling
for stream temperature (t = 1.42, p = 0.71; Fig. 1B). This result was
surprising, as the central fish generally experience warmer and
more variable thermal conditions than fish from the western
population (Fig. 3) and might therefore have been expected to
have evolved higher CT,,.x. Regional intraspecific variation in
thermal tolerance has been reported for a number of fishes, with
populations from warmer habitats generally having higher
CTax (Fangue et al. 2006; Healy and Schulte 2012; Rooke et al.
2017; Nyboer et al. 2020). However, differences in thermal toler-
ance among populations do not always evolve in response to dif-
ferent thermal environments (e.g., Wells et al. 2016; Yu et al.
2018), or even in rigorous artificial selection experiments (Baer
and Travis 2000; Morgan et al. 2020), and it has been suggested
that upper thermal tolerance of many fishes may have a fixed
“concrete ceiling” (Sandblom et al. 2016). We speculate that a
similar limit to CT,,,x might exist in redside dace, given the simi-
larity in CTy,., that we found between fish sampled near the

“Supplementary material is available with the article at https://doi.org/10.1139/cjfas-2020-0377.
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Fig. 3. Daily mean water temperature and water temperature fluctuations at two redside dace (Clinostomus elongatus) study sites from 2018
to 2019. Fish from the western lineage were sampled from Two Tree River, Ontario (red), and fish from the central lineage were sampled
from the Kokosing River, Ohio (blue). (A) Thick coloured lines show mean daily temperature, and the shaded region around each line
shows the daily temperature range. Coloured arrows indicate critical thermal tolerance (CTp,,x) measurements of redside dace at each
site. (B) Difference between mean daily water temperature between the two redside dace study sites. Values greater than zero indicate
that Kokosing River was warmer than Two Tree River. (C) Daily temperature fluctuations (maximum - minimum recorded temperature)
in Two Tree River, Ontario (red), and the Kokosing River, Ohio (blue). (D) Difference between daily water temperature fluctuations at

the two redside dace study sites. Values greater than zero indicate that Kokosing River was more variable than Two Tree River. [Colour online.]
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northern and southern limits of the geographic range. This finding
suggests that conservation translocations of redside dace from
the southern portion of their geographic range to the endan-
gered range in the north (e.g., “assisted migration”) may do little
to improve thermal tolerance of adult fish, although transloca-
tions of fish from either the western or central lineage into the
range of the eastern lineage (such as the heavily urbanized
Greater Toronto Area in Ontario) have the potential to increase
thermal tolerance. Carefully executed common-garden and inter-
population breeding experiments are necessary to accurately
evaluate these possibilities and their possible consequences (e.g.,
outbreeding depression; Huff et al. 2011).

CThax experiments provide a rapid, robust, repeatable, and
nonlethal method for assessing thermal tolerance (Morgan et al.
2018; O’Donnell et al. 2020). Despite the utility of CTy,,x measure-
ments for understanding the thermal physiology of fishes, inter-
preting the overall fitness consequences of differences in CTy,,x
and the capacity for thermal acclimation is not straightforward,
as there are often trade-offs with other fitness-related traits —
and there may even be a trade-off between outright CT,,,, and
the capacity of thermal acclimation (Comte and Olden 2017;
Armstrong et al. 2019). For example, increased CT,,,,x may increase

12
. Ohio warmer
9
5 9
[0
o
(0]
5
8 3
[0}
Q.
S
)

Ontario warmer
-3
1 1 1 1
Oct 2018 Jan 2019 Apr 2019 Jul 2019
Ohio more variable

~ 64
o
k7
o
£ 3
[&]
=y
E
.0
5 0
>

3 Ontario more variable

Oct 2018 Jan 2019 Apr 2019 Jul 2019

sensitivity to cold temperatures (Gutiérrez-Pesquera et al. 2016),
and thus juvenile redside dace from the more thermally tolerant
central lineage may be more susceptible to cold overwintering
temperatures than juveniles from the western lineage. Evolution-
ary responses to thermal conditions are also thought to affect life
history traits. For example, evolution of increased thermal toler-
ance in mosquitofish (Gambusia holbrooki) was correlated with larger
batches of smaller offspring and reduced adult size (Meffe 1990,
1991). The southern subspecies of mummichog has higher CTyax
than the northern subspecies (Fangue et al. 2006), but a slower
growth rate (Schultz et al. 1996). Similarly, zebrafish (Danio rerio)
acclimated to fluctuating temperatures had higher CT,,,, but lower
growth rates than those acclimated to constant temperatures
(Schaefer and Ryan 2006). Given these trade-offs, it is critical that
we understand the broader fitness consequences of variation in
thermal tolerance among life stages before CTy,.x is used to assess
the suitability of different source populations for reintroduction
efforts.

Using CT,ax to choose source populations for reintroduction

To illustrate the utility of considering CTy,,x when evaluat-
ing potential redside dace source populations, we conducted a
hypothetical evaluation of thermal tolerance at potential future
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Fig. 4. Annual variation in mean daily water temperature (2016-2020) and predicted thermal tolerances and thermal safety margins of
three redside dace (Clinostomus elongatus) lineages in three tributaries of the Credit River, Ontario, Canada, during the warmest two-week
period of 2020. (A) Mean daily water temperature in Fletcher’s Creek (red), Huttonville Creek (blue), and Silver Creek (black). (B) Enlarged
view of water temperature in summer 2020. Thick coloured lines show mean daily temperature, and the shaded region around each line
shows the daily temperature range (minimum — maximum). The red arrow indicates the highest recorded water temperature in all three
creeks for 2020, which occurred on 9 July. (C) Predicted critical thermal maximum (CTy,ax) of adult and juvenile redside dace from each
subpopulation in each of the Credit River tributaries on the warmest day of 2020. Values were predicted using the relationships between
CTax and acclimation temperature for each subpopulation shown in Fig. 1; acclimation temperature was estimated as the mean water
temperature of the preceding 14-day period. (D) Predicted thermal safety margins of redside dace subpopulations in each Credit River
tributary on the warmest day of 2020. Safety margins were calculated as the difference between predicted CT,, (in C) and the warmest
temperature recorded at each site. Error bars represent 95% confidence intervals. [Colour online.]
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reintroduction sites using the data synthesized in this paper (i.e.,
Fig. 1). Specifically, we predicted the thermal tolerance and ther-
mal safety margins of each redside dace lineage in three tributa-
ries of the Credit River near Toronto, Ontario (Huttonville Creek,
Silver Creek, and Fletcher’s Creek). Each system may be the
subject of future reintroduction efforts if current population
declines continue. Water temperature data were collected by
permanent monitoring stations maintained by the Credit River

Conservation Authority (location of each monitoring station avail-
able at https://cvc.cajwatershed-science/watershed-monitoring/real-
time-water-quality/). We calculated predicted thermal tolerances
(CTmax) and thermal safety margins of redside dace on the day with
the highest recorded water temperature of 2020. We note, however,
that among-site differences in maximum water temperature
were consistent over the past 5 years (Fig. 4A) and thus predicted
CThhax values would be as well. To predict CTy, .y, we extrapolated
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the acclimation temperature — CTy,,, relationship for each lineage
(Fig. 1B), using the mean water temperature from the 14 days
preceding the warmest recorded temperature within each creek
as the acclimation temperature. Safety margins, which reflect
how much water temperatures can rise before a fish reaches
CTnax, Were calculated as the difference between these predicted
CTnax Values and the peak temperature recorded at each site (for
R script, see Supplementary material?).

Mean daily water temperature in Fletcher’s Creek was ~2 °C
warmer than that in Huttonville Creek or Silver Creek in the
summer of 2020 (Fig. 4B). Given that we used linear extrapola-
tions of the relationship between acclimation temperature and
CTnax, our results correspondingly show the highest predicted
CTphax values in Fletcher’s Creek (Fig. 4C). However, these calcula-
tions assume a linear relationship between CTy,,x and acclima-
tion temperature. This was the case up to ~20 °C for all three
lineages (Fig. 1B), but our predictions assume that Fletcher’s
Creek fish were acclimated for 14 days to a substantially higher
mean temperature of 24.3 °C. In other fishes, the slope of the
CThax — acclimation temperature relationship typically plateaus
at high temperatures (e.g., Fangue et al. 2006; McKenzie et al.
2020). Thus, our predictions of redside dace CTy,,.x and safety mar-
gins in the three Credit River tributaries are likely overestimates.
Nonetheless, our results show that within each creek, there were
small differences among redside dace lineages in CTy,ay (Fig. 4C)
and thermal safety margins (Fig. 4D) for adult fish. In contrast,
predicted juvenile CTy. showed strong divergence (3—-4 °C)
between western and central populations. This result highlights
an important consequence of the differences in ARR between these
lineages (Fig. 1C) — as acclimation temperatures increase, so does
the divergence in juvenile CT,,,,. Predicted juvenile thermal safety
margins also differed dramatically among lineages. Under the
warmest conditions in Fletcher’s Creek, the predicted safety margin
of juvenile redside dace from the central lineage (~8 °C) was almost
double that of fish from the western lineage (safety margin of
~4 °C). Given this dramatic difference in safety margins, the likely
association of variation in CTy,,x with greater variation in other
growth and performance traits, and the presumed importance of
juvenile survival for redside dace population growth (van der Lee
et al. 2020), the results of our reintroduction application show
that the success or failure of a reintroduction effort could depend
in large part on the source population selected.

The need for captive experimental research populations

A major limitation of the hypothetical evaluation of three
candidate source populations for reintroduction was the heavy
reliance on thermal tolerance data collected in the field. While
field studies of wild fishes are ecologically realistic, common-
garden conditions are necessary to determine, with confidence,
whether genetically based phenotypic differences exist between
lineages (Conover and Baumann 2009; de Villemereuil et al. 2016).
Furthermore, the logistical challenges of conducting experi-
ments in the field generally mean that only a few fitness-related
traits can be feasibly measured (e.g., CT,.y), While laboratory
experiments using sophisticated equipment and (or) longer time
scales are often required to understand the thermal sensitivity
of many other important traits such as metabolism, exercise,
growth, and reproduction. Acquiring and captively rearing imper-
illed species involves complex factors that likely have limited
laboratory experiments to date. A major consequence is that con-
servation activities such as habitat restoration targets or reintro-
ductions for redside dace and other imperilled species face major
uncertainties related to basic natural history, population demo-
graphics, physiological tolerances, and population-level differen-
ces. To address these challenges, we advocate for the establishment
and study of captive experimental research populations (CERPs)
of imperilled freshwater fishes. We define a CERP as a population
of a species of conservation concern that is obtained from the

wild, typically from an area where the species is least threatened
by anthropogenic disturbance and then held in captivity for
study. However, in cases where local adaptation or other strong
intraspecific differentiation is suspected, or where evaluating
possible differences is a major study goal (e.g., for reintroduction
source selection), founding CERPs using individuals from the at-
risk populations may be justified. A major benefit of establishing
imperilled species CERPs is the potential for captive breeding,
which allows for controlled experiments on early life stages that
are often the most vulnerable to disturbance (e.g., Pankhurst and
Munday 2011). Another major benefit to CERPs is the ability to
conduct controlled experiments necessary for testing hypotheses
about the mechanisms of harm caused by habitat disturbance,
which provides critical information for developing effective re-
covery strategies. Understanding these threats in relation to spe-
cies biology is also critical for identifying suitable habitat for
reintroductions. CERPs are particularly helpful during the feasi-
bility and preparation phases of a reintroduction when little prior
knowledge exists.

One example of such a CERP (funded by the DFO Canadian
Freshwater Species at Risk Research Network; Castafleda et al.
2021) is a redside dace population housed at the Freshwater Res-
toration Ecology Centre, University of Windsor. To date, this
CERP consists of individuals (juveniles and adults) collected from
parts of the range where the species is not imperilled (i.e., central
lineage, captured in Ohio, USA; see Beausoleil et al. 2012; Turko
et al. 2020). This CERP has been used to experimentally deter-
mine cause-and-effect relationships between variables found to
be correlated in field studies. For example, we used this CERP to
experimentally determine that body condition (manipulated by
controlling feeding ration) causally influences thermal tolerance
of redside dace (Turko et al. 2020). Other experiments using this
CERP are underway to examine the consequences of a variety of
anthropogenic stressors (e.g., light pollution, suspended sedi-
ments, hypoxia, thermal stress). Captive-breeding protocols are
also being established. However, there is a pressing need to
expand this CERP to include the western and eastern redside
dace lineages to allow for common-garden comparisons of fit-
ness-linked traits important for guiding management actions
and reintroduction programs. Housing all three lineages would
also allow for experimental evaluation of the consequences of
outbreeding among populations (e.g., Huff et al. 2011), an impor-
tant step before reintroduction programs can begin considering
source populations of redside dace outside of their historical
range. For example, Atlantic salmon (Salmo salar) CERPs originat-
ing from two potential source populations for reintroduction to
Lake Ontario were used to examine whether interbreeding of
adults would result in outbreeding depression in offspring (Audet
et al. 2017). Similarly, lake trout (Salvelinus namaycush) CERPs were
used to assess the thermal acclimation capacity of various popula-
tions for stocking in the Laurentian Great Lakes (Hébert and Dunlop
2020). Overall, we strongly advocate for the funding and establish-
ment of a network of conservation-oriented CERPs at various
research institutions to improve fundamental and applied research
outcomes for imperilled freshwater fishes.

Conclusions

Source population selection is an important determinant of
the success of fish reintroductions (Cochran-Biederman et al.
2015; Houde et al. 2015). If source populations are to be chosen
based on phenotype-environment matching, it must be deter-
mined which phenotypic traits are expected to be linked to fitness,
and how these traits vary among possible source populations that
could be used for reintroduction. For redside dace, we have focused
on thermal tolerance, as the combined effects of urbanization and
climate change will have major impacts on the thermal regime
of drainages occupied by this species. We found substantial
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differences in thermal tolerance among the three genetically dis-
tinct redside dace lineages, especially in juveniles, highlighting
the importance of testing multiple life stages when choosing
source populations. However, we emphasize that common-garden
experiments using captive populations are needed to confirm that
the differences in thermal tolerance reported here are genetically
based, a critical assumption of source population selection. Overall,
we advocate for the establisment of captive experimental research
populations of imperilled fishes to increase the quality and quantity
of information used to inform conservation actions, including
reintroduction.

Acknowledgements

We thank Sigal Balshine, Lauren Chapman, Jon Clayton, and
Amanjot Singh for helpful comments. Funding was provided by
the ReNewZoo program (Natural Sciences and Engineering Research
Council of Canada (NSERC) CREATE), the Hamilton Community
Foundation (Eastburn Fellowship), Fisheries and Oceans Canada’s
Species at Risk program and the Canadian Freshwater Species at
Risk Research Network, and the NSERC Discovery Grants program.
We thank the Credit Valley Conservation Authority for generously
sharing stream temperature data recorded at their real-time water
quality monitoring network (https://cvc.caJwatershed-science/
watershed-monitoring/real-time-monitoring/). Water temperature
data for Two Tree River was collected by the Ontario Ministry of
Natural Resources and Forestry, courtesy of D. Goertz.

References

Albanese, B., Angermeier, P.L., and Peterson, J.T. 2009. Does mobility explain
variation in colonisation and population recovery among stream fishes?
Freshw. Biol. 54: 1444-1460. doi:10.1111/j.1365-2427.2009.02194..X.

Armstrong, E.J., Tanner, R.L., and Stillman, J.H. 2019. High heat tolerance is
negatively correlated with heat tolerance plasticity in nudibranch mollusks.
Physiol. Biochem. Zool. 92: 430-444. doi:10.1086/704519. PMID:31192766.

Audet, C.L., Wilson, C.C., and Pitcher, T.E. 2017. Effects of intraspecific
hybridisation between two hatchery-reared strains of Atlantic salmon,
Salmo salar, on juvenile survival and fitness-related traits. Fish. Manage.
Ecol. 24: 1-9. do0i:10.1111/fme.12195.

Baer, C.F.,, and Travis, J. 2000. Direct and correlated responses to artificial
selection on acute thermal stress tolerance in a livebearing fish. Evolu-
tion, 54: 238-244. doi:10.1111/j.0014-3820.2000.tb00024.x. PMID:10937200.

Bates, A.E., and Morley, S.A. 2020. Interpreting empirical estimates of exper-
imentally derived physiological and biological thermal limits in ecto-
therms. Can. J. Zool. 98(4): 237-244. d0i:10.1139/cjz-2018-0276.

Beausoleil, J.-M.]J., Douc, S.M., Heath, D.D., and Pitcher, T.E. 2012. Spawning
coloration, female choice and sperm competition in the redside dace,
Clinostomus elongatus. Anim. Behav. 83: 969-977. doi:10.1016/j.anbehav.2012.
01.017.

Becker, C.D., and Genoway, R.G. 1979. Evaluation of the critical thermal
maximum for determining thermal tolerance of freshwater fish. Environ.
Biol. Fishes, 4: 245-256. doi:10.1007/BF00005481.

Castafieda, R.A., Ackerman, ].D., Chapman, LJ., Cooke, S.J., Cuddington, K.,
Dextrase, A., et al. 2021. Approaches and research needs for advancing
the protection and recovery of imperilled freshwater fishes and mussels
in Canada. Can. J. Fish. Aquat. Sci. 78(9). This issue. do0i:10.1139/cjfas-2020-
0374.

Chen, Z., Farrell, A.P., Matala, A., and Narum, S.R. 2018. Mechanisms of ther-
mal adaptation and evolutionary potential of conspecific populations to
changing environments. Mol. Ecol. 27: 659-674. doi:10.1111/mec.14475.
PMID:29290103.

Cochran-Biederman, J.L., Wyman, K.E., French, W.E., and Loppnow, G.L. 2015.
Identifying correlates of success and failure of native freshwater fish reintro-
ductions. Conserv. Biol. 29: 175-186. doi:10.1111/cobi.12374. PMID:25115187.

Comte, L., and Olden, J.D. 2017. Evolutionary and environmental determi-
nants of freshwater fish thermal tolerance and plasticity. Glob. Change
Biol. 23: 728-736. d0i:10.1111/gcb.13427.

Conover, D.O., and Baumann, H. 2009. The role of experiments in under-
standing fishery-induced evolution. Evol. Appl. 2: 276-290. doi:10.1111/
j1752-4571.2009.00079.x. PMID:25567880.

Corey, E., Linnansaari, T., Cunjak, R.A., and Currie, S. 2017. Physiological effects
of environmentally relevant, multi-day thermal stress on wild juvenile
Atlantic salmon (Salmo salar). Conserv. Physiol. 5: cox014. doi:10.1093/conphys/
cox014. PMID:28413684.

Can. J. Fish. Aquat. Sci. Vol. 78, 2021

COSEWIC. 2017. COSEWIC Assessment and update status report on the red-
side dace Clinostomus elongatus in Canada. Committee on the Status of
Endangered Wildlife in Canada, Ottawa, Ont.

Cucherousset, J., and Olden, ].D. 2020. Are domesticated freshwater fish an
underappreciated culprit of ecosystem change? Fish Fish. 21: 1253-1258.
doi:10.1111/faf.12499.

Department of Fisheries and Oceans (DFO). 2019. Recovery Potential Assessment
of Redside Dace (Clinostomus elongatus) in Canada. DFO Can. Sci. Advis. Sec. Sci.
Advis. Rep. 2019/012.

de Villemereuil, P., Gaggiotti, O.E., Mouterde, M., and Till-Bottraud, I. 2016.
Common garden experiments in the genomic era: new perspectives and
opportunities. Heredity, 116: 249-254. doi:10.1038/hdy.2015.93. PMID:26486610.

Dieterman, D.J., Delain, S., Dawald, C., and Herberg, A. 2018. Life history
traits and status of a peripheral redside dace (Clinostomus elongatus) popu-
lation in Minnesota. Am. Midl. Nat. 180: 273-289. doi:10.1674/0003-0031-
180.2.273.

Eliason, EJ., Clark, T.D., Hague, M.J., Hanson, L.M., Gallagher, Z.S., Jeffries, KM.,
et al. 2011. Differences in thermal tolerance among sockeye salmon popula-
tions. Science, 332: 109-112. doi:10.1126/science.1199158. PMID:21454790.

Fangue, N.A., Hofmeister, M., and Schulte, P.M. 2006. Intraspecific variation
in thermal tolerance and heat shock protein gene expression in common
killifish, Fundulus heteroclitus. J. Exp. Biol. 209: 2859-2872. do0i:10.1242/
jeb.02260. PMID:16857869.

Feldmeth, C.R., Stone, E.A., and Brown, J.H. 1974. An increased scope for
thermal tolerance upon acclimating pupfish (Cyprinodon) to cycling tem-
peratures. J. Comp. Physiol. 89: 39-44. doi:10.1007/BF00696161.

Fry, F.EJ. 1947. Effects of the environment on animal activity. Publ. Ontario
Fisheries Res. Lab. 68: 1-52.

Gutiérrez-Pesquera, L.M., Tejedo, M., Olalla-Tdrraga, M.A., Duarte, H., Nicieza, A.,
and Solé, M. 2016. Testing the climate variability hypothesis in thermal tol-
erance limits of tropical and temperate tadpoles. J. Biogeogr. 43: 1166-1178.
doi:10.1111/jbi.12700.

Hall, J.M., and Warner, D.A. 2020. Ecologically relevant thermal fluctuations
enhance offspring fitness: biological and methodological implications for
studies of thermal developmental plasticity. J. Exp. Biol. 223: jeb231902.
d0i:10.1242[jeb.231902. PMID:32778564.

Healy, T.M., and Schulte, P.M. 2012. Thermal acclimation is not necessary to
maintain a wide thermal breadth of aerobic scope in the common Killifish
(Fundulus heteroclitus). Physiol. Biochem. Zool. 85: 107-119. doi:10.1086/664584.
PMID:22418704.

Hébert, 1., and Dunlop, E.S. 2020. Temperature response in the physiology
and growth of lake trout strains stocked in the Laurentian Great Lakes.
J. Gt. Lakes Res. 46: 366-375. d0i:10.1016/j.jglr.2020.01.012.

Hereford, J. 2009. A quantitative survey of local adaptation and fitness
trade-offs. Am. Nat. 173: 579-588. d0i:10.1086/597611. PMID:19272016.

Hewitt, N., Klenk, N., Smith, A.L., Bazely, D.R., Yan, N., Wood, S., et al. 2011.
Taking stock of the assisted migration debate. Biol. Conserv. 144: 2560-
2572. doi:10.1016/j.biocon.2011.04.031.

Houde, A.LS., Garner, S.R., and Neff, B.D. 2015. Restoring species through
reintroductions: strategies for source population selection. Restor. Ecol.
23: 746-753. d0i:10.1111/rec.12280.

Huey, R.B., and Stevenson, R.D. 1979. Integrating thermal physiology and
ecology of ectotherms: a discussion of approaches. Am. Zool. 19: 357-366.
doi:10.1093/icb/19.1.357.

Huff, D.D., Miller, L.M., Chizinski, C.J., and Vondracek, B. 2011. Mixed-source
reintroductions lead to outbreeding depression in second-generation
descendents of a native North American fish. Mol. Ecol. 20: 4246-4258.
d0i:10.1111/j.1365-294X.2011.05271.x.

Jachowski, D.S., Millspaugh, ].J., Angermeier, P.L., and Slotow, R. 2016. Rein-
troduction of fish and wildlife populations. University of California
Press.

Jensen, L.F., Michael, M.M., Pertoldi, C., Holdensgaard, G., Mensberg, K.-L.D.,
and Loeschcke, V. 2008. Local adaptation in brown trout early life-history
traits: implications for climate change adaptability. Proc. R. Soc. B Biol.
Sci. 275: 2859-2868. d0i:10.1098/rspb.2008.0870. PMID:18755673.

Koster, W.J. 1939. Some phases of the life history and relationships of the
cyprinid, Clinostomus elongatus (Kirtland). Copeia, 1939: 201-208. doi:10.2307/
1436880.

Kronenberger, J.A., Gerberich, ].C., Fitzpatrick, S.W., Broder, E.D., Angeloni, L.M.,,
and Funk, W.C. 2018. An experimental test of alternative population augmen-
tation scenarios. Conserv. Biol. 32: 838-848. doi:10.1111/cobi.13076. PMID:
29349820.

Lamothe, K.A., Drake, D.AR., Pitcher, T.E., Broome, J.E., Dextrase, A].,
Gillespie, A., et al. 2019. Reintroduction of fishes in Canada: a review of
research progress for SARA-listed species. Environ. Rev. 27(4): 575-599.
d0i:10.1139/er-2019-0010.

Lamothe, KA., van der Lee, A.S., Drake, D.A.R., and Koops, M.A. 2021. The
translocation trade-off for eastern sand darter (Ammocrypta pellucida):
balancing harm to source populations with the goal of re-establishment.
Can. J. Fish. Aquat. Sci. 78(9). This issue. doi:10.1139/cjfas-2020-0288.

Lebrun, D.E., Bouvier, L.D., Choy, M., Andrews, D.W., and Drake, D.AR.
2020. Information in support of a recovery potential assessment of Red-
side Dace (Clinostomus elongatus) in Canada. DFO Can. Sci. Advis. Sec. Res.
Doc. 2019/033. v + 49 p.

w Published by Canadian Science Publishing


https://cvc.ca/watershed-science/watershed-monitoring/real-time-monitoring/
https://cvc.ca/watershed-science/watershed-monitoring/real-time-monitoring/
http://dx.doi.org/10.1111/j.1365-2427.2009.02194.x
http://dx.doi.org/10.1086/704519
http://www.ncbi.nlm.nih.gov/pubmed/31192766
http://dx.doi.org/10.1111/fme.12195
http://dx.doi.org/10.1111/j.0014-3820.2000.tb00024.x
http://www.ncbi.nlm.nih.gov/pubmed/10937200
http://dx.doi.org/10.1139/cjz-2018-0276
http://dx.doi.org/10.1016/j.anbehav.2012.01.017
http://dx.doi.org/10.1016/j.anbehav.2012.01.017
http://dx.doi.org/10.1007/BF00005481
http://dx.doi.org/10.1139/cjfas-2020-0374
http://dx.doi.org/10.1139/cjfas-2020-0374
http://dx.doi.org/10.1111/mec.14475
http://www.ncbi.nlm.nih.gov/pubmed/29290103
http://dx.doi.org/10.1111/cobi.12374
http://www.ncbi.nlm.nih.gov/pubmed/25115187
http://dx.doi.org/10.1111/gcb.13427
http://dx.doi.org/10.1111/j.1752-4571.2009.00079.x
http://dx.doi.org/10.1111/j.1752-4571.2009.00079.x
http://www.ncbi.nlm.nih.gov/pubmed/25567880
http://dx.doi.org/10.1093/conphys/cox014
http://dx.doi.org/10.1093/conphys/cox014
http://www.ncbi.nlm.nih.gov/pubmed/28413684
http://dx.doi.org/10.1111/faf.12499
http://dx.doi.org/10.1038/hdy.2015.93
http://www.ncbi.nlm.nih.gov/pubmed/26486610
http://dx.doi.org/10.1674/0003-0031-180.2.273
http://dx.doi.org/10.1674/0003-0031-180.2.273
http://dx.doi.org/10.1126/science.1199158
http://www.ncbi.nlm.nih.gov/pubmed/21454790
http://dx.doi.org/10.1242/jeb.02260
http://dx.doi.org/10.1242/jeb.02260
http://www.ncbi.nlm.nih.gov/pubmed/16857869
http://dx.doi.org/10.1007/BF00696161
http://dx.doi.org/10.1111/jbi.12700
http://dx.doi.org/10.1242/jeb.231902
http://www.ncbi.nlm.nih.gov/pubmed/32778564
http://dx.doi.org/10.1086/664584
http://www.ncbi.nlm.nih.gov/pubmed/22418704
http://dx.doi.org/10.1016/j.jglr.2020.01.012
http://dx.doi.org/10.1086/597611
http://www.ncbi.nlm.nih.gov/pubmed/19272016
http://dx.doi.org/10.1016/j.biocon.2011.04.031
http://dx.doi.org/10.1111/rec.12280
http://dx.doi.org/10.1093/icb/19.1.357
http://dx.doi.org/10.1111/j.1365-294X.2011.05271.x
http://dx.doi.org/10.1098/rspb.2008.0870
http://www.ncbi.nlm.nih.gov/pubmed/18755673
http://dx.doi.org/10.2307/1436880
http://dx.doi.org/10.2307/1436880
http://dx.doi.org/10.1111/cobi.13076
http://www.ncbi.nlm.nih.gov/pubmed/29349820
http://dx.doi.org/10.1139/er-2019-0010
http://dx.doi.org/10.1139/cjfas-2020-0288

Can. J. Fish. Aquat. Sci. Downloaded from cdnsciencepub.com by 184.145.17.105 on 09/15/21
For personal use only.

Pagination not final (cite DOI) / Pagination provisoire (citer le DOI)

Turko et al.

Leclair, A.T.A., Drake, D.AR,, Pratt, T.C., and Mandrak, N.E. 2020. Seasonal
variation in thermal tolerance of redside dace Clinostomus elongatus. Con-
serv. Physiol. 8: coaa081. doi:10.1093/conphys/coaa081. PMID:32904538.

Lenth, R., Buerkner, P., Herve, M., Love, J., Riebl, H., and Singmann, H. 2020.
Package ‘emmeans’. Available from https://CRAN.R-project.org/package=
emmeans.

Loughland, I, and Seebacher, F. 2020. Differences in oxidative status explain
variation in thermal acclimation capacity between individual mosquitofish
(Gambusia holbrooki). Funct. Ecol. 34: 1380-1390. d0i:10.1111/1365-2435.1356 3.

Lutterschmidt, W.I., and Hutchison, V.H. 1997. The critical thermal maxi-
mum: history and critique. Can. J. Zool. 75: 1561-1574. doi:10.1139/z97-783.

Marsh, P.C., Kesner, B.R., and Pacey, C.A. 2005. Repatriation as a management
strategy to conserve a critically imperiled fish species. N. Am. J. Fish. Manage.
25: 547-556. doi:10.1577/M04-123.1.

McCullough, D.A., Bartholow, J.M., Jager, H.I, Beschta, RL., Cheslak, E.F., Deas, M.L.,
et al. 2009. Research in thermal biology: burning questions for coldwater
stream fishes. Rev. Fish. Sci. 17: 90-115. d0i:10.1080/10641260802590152.

McKenzie, DJ., Zhang, Y., Eliason, EJ., Schulte, P.M., Claireaux, G., Blasco, F.R,,
et al. 2020. Intraspecific variation in tolerance of warming in fishes. J. Fish
Biol. [Online ahead of print.] doi:10.1111/jfb.14620.

McLachlan, J.S., Hellmann, J.J., and Schwartz, M.W. 2007. A framework for
debate of assisted migration in an era of climate change. Conserv. Biol.
21: 297-302. do0i:10.1111/j.1523-1739.2007.00676.x. PMID:17391179.

McManamay, R.A., Jett, R.T., Ryon, M.G., Gregory, S.M., Stratton, S.H., and
Peterson, M.J. 2016. Dispersal limitations on fish community recovery fol-
lowing long-term water quality remediation. Hydrobiologia, 771: 45-65.
d0i:10.1007/s10750-015-2612-7.

Meffe, G.K. 1990. Offspring size variation in eastern mosquitofish (Gambusia
holbrooki: Poeciliidae) from two thermal environments. Copeia, 1990: 10-18.
doi:10.2307/1445816.

Meffe, G.K. 1991. Life history changes in eastern mosquitofish (Gambusia
holbrooki) induced by thermal elevation. Can. J. Fish. Aquat. Sci. 48(1): 60—
66. doi:10.1139/f91-009.

Morgan, R., Finngenm, M.H., and Jutfelt, F. 2018. CTy,.x is repeatable and
doesn’t reduce growth in zebrafish. Sci. Rep. 8: 7099. d0i:10.1038/s41598-
018-25593-4. PMID:29740113.

Morgan, R., Finngen, M.H., Jensen, H., Pélabon, C., and Jutfelt, F. 2020. Low
potential for evolutionary rescue from climate change in a tropical fish.
Proc. Natl. Acad. Sci. U.S.A. 117: 33365-33372. d0i:10.1073/pnas.2011419117.
PMID:33318195.

Norin, T., and Clark, T.D. 2017. Fish face a trade-off between ‘eating big’ for
growth efficiency and ‘eating small’ to retain aerobic capacity. Biol. Lett.
13: 20170298. d0i:10.1098/rsbl.2017.0298. PMID:28931728.

Novinger, D.C., and Coon, T.G. 2000. Behavior and physiology of the redside
dace, Clinostomus elongatus, a threatened species in Michigan. Environ.
Biol. Fishes, 57: 315-326. doi:10.1023/A:1007526414384.

Nyboer, E.A., Chretien, E., and Chapman, LJ. 2020. Divergence in aerobic
scope and thermal tolerance is related to local thermal regime in two
populations of introduced Nile perch (Lates niloticus). J. Fish Biol. 97: 231-
245. doi:10.1111/jfb.14355. PMID:32333608.

O’Donnell, M.J., Regish, A.M., McCormick, S.D., and Letcher, B.D. 2020. How
repeatable is CT,,,, within individual brook trout over short- and long-time
intervals? J. Therm. Biol. 89: 102559. doi:10.1016/j.jtherbio.2020.102559. PMID:
32364992.

Pankhurst, N\W., and Munday, P.L. 2011. Effects of climate change on fish
reproduction and early life history stages. Mar. Freshw. Res. 62: 1015-
1026. doi:10.1071/MF10269.

Payne, N.L., Morley, S.A., Halsey, L.G., Smith, J.A., Stuart-Smith, R., Waldock, C.,
and Bates, A.E. 2021. Fish heating tolerance scales similarly across individual

physiology and populations. Commun. Biol. 4: 264. doi:10.1038/s42003-021-
01773-3. PMID:33649450.

Rooke, A.C., Burness, G., and Fox, M.G. 2017. Thermal physiology of native
cool-climate, and non-native warm-climate Pumpkinseed sunfish raised
in a common environment. ]. Therm. Biol. 64: 48-57. doi:10.1016/j.jtherbio.
2016.12.010. PMID:28166945.

Sandblom, E., Clark, T.D., Grins, A., Ekstrom, A., Brijs, J., Sundstrém, L.F.,
et al. 2016. Physiological constraints to climate warming in fish follow
principles of plastic floors and concrete ceilings. Nat. Commun. 7: 11447.
do0i:10.1038/ncomms11447. PMID:27186890.

Schaefer, J., and Ryan, A. 2006. Developmental plasticity in the thermal tol-
erance of zebrafish Danio rerio. J. Fish Biol. 69: 722-734. d0i:10.1111/j.1095-
8649.2006.01145.X.

Schulte, P.M. 2015. The effects of temperature on aerobic metabolism: towards
a mechanistic understanding of the responses of ectotherms to a changing
environment. J. Exp. Biol. 218: 1856-1866. d0i:10.1242/jeb.118851.

Schultz, E.T., Reynolds, K.E., and Conover, D.0O. 1996. Countergradient varia-
tion in growth among newly hatched Fundulus heteroclitus: geographic dif-
ferences revealed by common-environment experiments. Funct. Ecol. 10:
366-374. doi:10.2307/2390285.

Scott, W.B., and Crossman, E.J. 1998. Freshwater fishes of Canada. Galt House
Publications Ltd., Oakville, Ont.

Seebacher, F., White, C.R., and Franklin, C.E. 2015. Physiological plasticity
increases resilience of ectothermic animals to climate change. Nat. Clim.
Change, 5: 61-66. d0i:10.1038/nclimate2457.

Serrao, N.R,, Reid, S.M., and Wilson, C.C. 2018. Conservation genetics of red-
side dace (Clinostomus elongatus): phylogeography and contemporary spa-
tial structure. Conserv. Genet. 19: 409-424. doi:10.1007/s10592-017-1012-0.

Snucins, EJ., Gunn, J.M., and Keller, W. 1995. Restoration of the Aurora Trout to
its acid-damaged native habitat. Conserv. Biol. 9: 1307-1311. doi:10.1046/j.1523-
1739.1995.9051304.x-i1.

Somero, G.N. 2005. Linking biogeography to physiology: Evolutionary and
acclimatory adjustments of thermal limits. Front. Zool. 2: 1. doi:10.1186/
1742-9994-2-1. PMID:15679952.

Sunday, ]J.M., Bates, A.E., and Dulvy, N.K. 2012. Thermal tolerance and the
global redistribution of animals. Nat. Clim. Change, 2: 686-690. doi:10.1038/
nclimate1539.

Troia, M.J., Whitney, J.E., and Gido, K.B. 2015. Thermal performance of
larval longfin dace (Agosia chrysogaster), with implications for climate
change. Environ. Biol. Fishes, 98: 395-404. d0i:10.1007/s10641-014-0270-7.

Turko, A.J., Nolan, C.B., Balshine, S., Scott, G.R., and Pitcher, T.E. 2020. Ther-
mal tolerance depends on season, age and body condition in imperilled
redside dace Clinostomus elongatus. Conserv. Physiol. 8: coaa062. doi:101093/
conphys/coaa062. PMID:32765883.

van der Lee, A.S., Poesch, M.S., Drake, D.A.R., and Koops, M.A. 2020. Recov-
ery potential modelling of Redside Dace (Clinostomus elongatus) in Canada.
DFO Can. Sec. Res. Doc. 2019/034. v + 40 p.

Wells, Z.R.R., McDonnell, L.H., Chapman, L.J., and Fraser, D.J. 2016. Limited
variability in upper thermal tolerance among pure and hybrid popula-
tions of a cold-water fish. Conserv. Physiol. 4: cow063. doi:101093/conphys/
cow063. PMID:27990291.

Yu, D., Zhang, Z., Shen, Z., Zhang, C., and Liu, H. 2018. Regional differences
in thermal adaptation of a cold-water fish Rhynchocypris oxycephalus revealed
by thermal tolerance and transcriptomic responses. Sci. Rep. 8: 11703.
doi:10.1038/s41598-018-30074-9. PMID:30076386.

Zwick, P.1992. Stream habitat fragmentation — a threat to biodiversity. Biodivers.
Conserv. 1: 80-97. doi:10.1007/BF00731036.

w Published by Canadian Science Publishing


http://dx.doi.org/10.1093/conphys/coaa081
http://www.ncbi.nlm.nih.gov/pubmed/32904538
https://CRAN.R-project.org/package=emmeans
https://CRAN.R-project.org/package=emmeans
http://dx.doi.org/10.1111/1365-2435.13563
http://dx.doi.org/10.1139/z97-783
http://dx.doi.org/10.1577/M04-123.1
http://dx.doi.org/10.1080/10641260802590152
http://dx.doi.org/10.1111/jfb.14620
http://dx.doi.org/10.1111/j.1523-1739.2007.00676.x
http://www.ncbi.nlm.nih.gov/pubmed/17391179
http://dx.doi.org/10.1007/s10750-015-2612-7
http://dx.doi.org/10.2307/1445816
http://dx.doi.org/10.1139/f91-009
http://dx.doi.org/10.1038/s41598-018-25593-4
http://dx.doi.org/10.1038/s41598-018-25593-4
http://www.ncbi.nlm.nih.gov/pubmed/29740113
http://dx.doi.org/10.1073/pnas.2011419117
http://www.ncbi.nlm.nih.gov/pubmed/33318195
http://dx.doi.org/10.1098/rsbl.2017.0298
http://www.ncbi.nlm.nih.gov/pubmed/28931728
http://dx.doi.org/10.1023/A:1007526414384
http://dx.doi.org/10.1111/jfb.14355
http://www.ncbi.nlm.nih.gov/pubmed/32333608
http://dx.doi.org/10.1016/j.jtherbio.2020.102559
http://www.ncbi.nlm.nih.gov/pubmed/32364992
http://dx.doi.org/10.1071/MF10269
http://dx.doi.org/10.1038/s42003-021-01773-3
http://dx.doi.org/10.1038/s42003-021-01773-3
http://www.ncbi.nlm.nih.gov/pubmed/33649450
http://dx.doi.org/10.1016/j.jtherbio.2016.12.010
http://dx.doi.org/10.1016/j.jtherbio.2016.12.010
http://www.ncbi.nlm.nih.gov/pubmed/28166945
http://dx.doi.org/10.1038/ncomms11447
http://www.ncbi.nlm.nih.gov/pubmed/27186890
http://dx.doi.org/10.1111/j.1095-8649.2006.01145.x
http://dx.doi.org/10.1111/j.1095-8649.2006.01145.x
http://dx.doi.org/10.1242/jeb.118851
http://dx.doi.org/10.2307/2390285
http://dx.doi.org/10.1038/nclimate2457
http://dx.doi.org/10.1007/s10592-017-1012-0
http://dx.doi.org/10.1046/j.1523-1739.1995.9051304.x-i1
http://dx.doi.org/10.1046/j.1523-1739.1995.9051304.x-i1
http://dx.doi.org/10.1186/1742-9994-2-1
http://dx.doi.org/10.1186/1742-9994-2-1
http://www.ncbi.nlm.nih.gov/pubmed/15679952
http://dx.doi.org/10.1038/nclimate1539
http://dx.doi.org/10.1038/nclimate1539
http://dx.doi.org/10.1007/s10641-014-0270-7
http://dx.doi.org/10.1093/conphys/coaa062
http://dx.doi.org/10.1093/conphys/coaa062
http://www.ncbi.nlm.nih.gov/pubmed/32765883
http://dx.doi.org/10.1093/conphys/cow063
http://dx.doi.org/10.1093/conphys/cow063
http://www.ncbi.nlm.nih.gov/pubmed/27990291
http://dx.doi.org/10.1038/s41598-018-30074-9
http://www.ncbi.nlm.nih.gov/pubmed/30076386
http://dx.doi.org/10.1007/BF00731036

	Perspective
	Introduction
	Conservation of redside dace
	Thermal tolerance among populations of redside dace
	Using CTmax to choose source populations for reintroduction
	The need for captive experimental research populations

	Conclusions
	References



<<
	/CompressObjects /Off
	/ParseDSCCommentsForDocInfo true
	/CreateJobTicket false
	/PDFX1aCheck false
	/ColorImageMinResolution 150
	/GrayImageResolution 300
	/DoThumbnails false
	/ColorConversionStrategy /LeaveColorUnchanged
	/GrayImageFilter /DCTEncode
	/EmbedAllFonts true
	/CalRGBProfile (sRGB IEC61966-2.1)
	/MonoImageMinResolutionPolicy /OK
	/ImageMemory 1048576
	/LockDistillerParams true
	/AllowPSXObjects true
	/DownsampleMonoImages true
	/PassThroughJPEGImages true
	/ColorSettingsFile (None)
	/AutoRotatePages /PageByPage
	/Optimize true
	/MonoImageDepth -1
	/ParseDSCComments true
	/AntiAliasGrayImages false
	/GrayImageMinResolutionPolicy /OK
	/JPEG2000ColorImageDict <<
		/TileHeight 256
		/Quality 15
		/TileWidth 256
	>>
	/ConvertImagesToIndexed true
	/MaxSubsetPct 99
	/Binding /Left
	/PreserveDICMYKValues false
	/GrayImageMinDownsampleDepth 2
	/MonoImageMinResolution 1200
	/sRGBProfile (sRGB IEC61966-2.1)
	/AntiAliasColorImages false
	/GrayImageDepth -1
	/PreserveFlatness true
	/CompressPages true
	/GrayImageMinResolution 150
	/CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
	/PDFXBleedBoxToTrimBoxOffset [
		0.0
		0.0
		0.0
		0.0
	]
	/AutoFilterGrayImages true
	/EncodeColorImages true
	/AlwaysEmbed [
	]
	/EndPage -1
	/DownsampleColorImages true
	/ASCII85EncodePages false
	/PreserveEPSInfo false
	/PDFXTrimBoxToMediaBoxOffset [
		0.0
		0.0
		0.0
		0.0
	]
	/CompatibilityLevel 1.3
	/MonoImageResolution 600
	/NeverEmbed [
		/Arial-Black
		/Arial-BlackItalic
		/Arial-BoldItalicMT
		/Arial-BoldMT
		/Arial-ItalicMT
		/ArialMT
		/ArialNarrow
		/ArialNarrow-Bold
		/ArialNarrow-BoldItalic
		/ArialNarrow-Italic
		/ArialUnicodeMS
		/CenturyGothic
		/CenturyGothic-Bold
		/CenturyGothic-BoldItalic
		/CenturyGothic-Italic
		/CourierNewPS-BoldItalicMT
		/CourierNewPS-BoldMT
		/CourierNewPS-ItalicMT
		/CourierNewPSMT
		/Georgia
		/Georgia-Bold
		/Georgia-BoldItalic
		/Georgia-Italic
		/Impact
		/LucidaConsole
		/Tahoma
		/Tahoma-Bold
		/TimesNewRomanMT-ExtraBold
		/TimesNewRomanPS-BoldItalicMT
		/TimesNewRomanPS-BoldMT
		/TimesNewRomanPS-ItalicMT
		/TimesNewRomanPSMT
		/Trebuchet-BoldItalic
		/TrebuchetMS
		/TrebuchetMS-Bold
		/TrebuchetMS-Italic
		/Verdana
		/Verdana-Bold
		/Verdana-BoldItalic
		/Verdana-Italic
	]
	/CannotEmbedFontPolicy /Warning
	/AutoPositionEPSFiles true
	/PreserveOPIComments false
	/JPEG2000GrayACSImageDict <<
		/TileHeight 256
		/Quality 15
		/TileWidth 256
	>>
	/PDFXOutputIntentProfile ()
	/JPEG2000ColorACSImageDict <<
		/TileHeight 256
		/Quality 15
		/TileWidth 256
	>>
	/EmbedJobOptions true
	/MonoImageDownsampleType /Average
	/DetectBlends true
	/EncodeGrayImages true
	/ColorImageDownsampleType /Average
	/EmitDSCWarnings false
	/AutoFilterColorImages true
	/DownsampleGrayImages true
	/GrayImageDict <<
		/HSamples [
			1.0
			1.0
			1.0
			1.0
		]
		/QFactor 0.15
		/VSamples [
			1.0
			1.0
			1.0
			1.0
		]
	>>
	/AntiAliasMonoImages false
	/GrayImageAutoFilterStrategy /JPEG
	/GrayACSImageDict <<
		/HSamples [
			1.0
			1.0
			1.0
			1.0
		]
		/QFactor 0.15
		/VSamples [
			1.0
			1.0
			1.0
			1.0
		]
	>>
	/ColorImageAutoFilterStrategy /JPEG
	/ColorImageMinResolutionPolicy /OK
	/ColorImageResolution 300
	/PDFXRegistryName ()
	/MonoImageFilter /CCITTFaxEncode
	/CalGrayProfile (Gray Gamma 2.2)
	/ColorImageMinDownsampleDepth 1
	/JPEG2000GrayImageDict <<
		/TileHeight 256
		/Quality 15
		/TileWidth 256
	>>
	/ColorImageDepth -1
	/DetectCurves 0.1
	/PDFXTrapped /False
	/ColorImageFilter /DCTEncode
	/TransferFunctionInfo /Preserve
	/PDFX3Check false
	/ParseICCProfilesInComments true
	/ColorACSImageDict <<
		/HSamples [
			1.0
			1.0
			1.0
			1.0
		]
		/QFactor 0.15
		/VSamples [
			1.0
			1.0
			1.0
			1.0
		]
	>>
	/DSCReportingLevel 0
	/PDFXOutputConditionIdentifier ()
	/PDFXCompliantPDFOnly false
	/AllowTransparency false
	/PreserveCopyPage true
	/UsePrologue false
	/StartPage 1
	/MonoImageDownsampleThreshold 1.0
	/GrayImageDownsampleThreshold 1.0
	/CheckCompliance [
		/None
	]
	/CreateJDFFile false
	/PDFXSetBleedBoxToMediaBox true
	/EmbedOpenType false
	/OPM 0
	/PreserveOverprintSettings false
	/UCRandBGInfo /Remove
	/ColorImageDownsampleThreshold 1.0
	/MonoImageDict <<
		/K -1
	>>
	/GrayImageDownsampleType /Average
	/Description <<
		/ENU (Use these settings to create Adobe PDF documents suitable for reliable viewing and printing of business documents.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
		/PTB <>
		/FRA <>
		/KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020be44c988b2c8c2a40020bb38c11cb97c0020c548c815c801c73cb85c0020bcf4ace00020c778c1c4d558b2940020b3700020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
		/NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken waarmee zakelijke documenten betrouwbaar kunnen worden weergegeven en afgedrukt. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
		/NOR <>
		/DEU <>
		/SVE <>
		/DAN <>
		/ITA (Utilizzare queste impostazioni per creare documenti Adobe PDF adatti per visualizzare e stampare documenti aziendali in modo affidabile. I documenti PDF creati possono essere aperti con Acrobat e Adobe Reader 5.0 e versioni successive.)
		/JPN <>
		/CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e55464e1a65876863768467e5770b548c62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
		/SUO <>
		/ESP <>
		/CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc666e901a554652d965874ef6768467e5770b548c52175370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
	>>
	/CropMonoImages true
	/DefaultRenderingIntent /RelativeColorimeteric
	/PreserveHalftoneInfo false
	/ColorImageDict <<
		/HSamples [
			1.0
			1.0
			1.0
			1.0
		]
		/QFactor 0.15
		/VSamples [
			1.0
			1.0
			1.0
			1.0
		]
	>>
	/CropGrayImages true
	/PDFXOutputCondition ()
	/SubsetFonts true
	/EncodeMonoImages true
	/CropColorImages true
	/PDFXNoTrimBoxError true
>>
setdistillerparams
<<
	/PageSize [
		612.0
		792.0
	]
	/HWResolution [
		600
		600
	]
>>
setpagedevice


